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— Abstract

Searching for and identifying drug targets in drug discovery research is one of the main themes. In recent years, one of the
analytical methods which has been developed uses chemical biology approaches. In particular, due to its diversity, various new
methods have been developed using photoaffinity labeling (PAL). The authors developed chemical proteomics methods that
combine PAL with the proteomic method using mass spectrometry (photoaffinity-labeled chemical proteomics : PCP), and
succeeded in rapid and convenient drug target identification. In this report, we introduce the latest research on this method
centered on the fluorescence unit incorporating the photoreactive group diazirine, which was successfully developed in the

previous research.



